@ @ Svam BEOBemEn
e 309¢ [gmnsedE o @XDED - 2014/2015

S0 Sem B

cEde Semd - s ®IOD

gOm» odu®Enn

BOUI1101 - Gene -0 & @) 66850 OMMmM®

DE® : &Iw 66mEB(02)

@R gE» egn “A”, “B” & “C” 0rewns emdd nods cdsdn 8. 6@ emOamd®
g6 ecm NES YO gEe 06 & gaQ 8. P EWMOBHSE GOR Dnens dn mEHm:s
880:@ 95 HWMORD OEs BHOMO (04) BEHOT BBHSD. :

“A” - o

0l. (a) - ComE ©OEEE&S “woe Oy MWasn” ¢Bo e BO®S & Coeri® o
@S5S BSHO wOSSe.

(b) cenR SR ghey S8R egids DRSS DINBRE BieOSnO O®E)
Claf >0

(c) CeRR BOEL ®O®) £5 gdman 368 g wskys eem(02) 8800
DO,

02. (a) ceaR Dpnd QW gOED) ISy Om WO & dfexesS & Hedm LS
Db eosls.

(b) LD CeHERL, cenR DPGD oM™ MEICDE Bed> mamzs@co @com)odé)co |
endens eme) eesse.

(c) DSV0 ONEIT geIe WOWEHPS cIm® &) Gae BMSHOS Guod B
eOSDE 5O,



03.

04.

05.

(a)

(b)

(©)

“B” - emmde

B €O coesi® DO ©5F, @BHImOBs OLEWOmE WO s
DOn BSBDO WOS.

@D eereneE Meniedd o B8 e ¢i8ed® FrORSE ey B8ndOdE
enJens SO WOS.

“FeBemBin” ) “ond dpr” gmd gL ONEDE 6eHs DOS.

con OEHS 6t SEDED ed OB Busie.

(@)
(b)
(c)
(d)

(a)

(b)

(c)

ii.

exids ObBwoe &) B8 nE egidede eecsd HPM
MR DENEDE SRR MDDH®D
a80ss’ed (Nitrogenase) OS0E®®

“eE8 ef®”’ DE DZDO &) WAMBW®

“C” - emdm
“eejds’ medec@enedE RNA O 6Bwmd” ewders d68mH0 BOsie.

eeide e-BeE®Enedt ®mBm do OSSR ) OSEBVRSO geR WANBRE
ewosse. '

aEmed 00 emOs YO DWense ©eod 8 giried cHL BEHS
DNA(sense strand) ¢)®end ©d® aadSg€eded.

5’ TTATGCATAATGATATGAACTATTCATTGTAATGCTACC 3’

go® DNA €)@wx0 go)e § m-RNA ownjedis gudgede cuios.

eon € & OQdD @dm O, e@® DNA e emoss cvods “grdes)
ag3e” guBCedr RBusie.



00447

06. (a) EB6-exS» DNA moego csees @ esod wees new ¢?
(b) efocecidem DNA oweded § ewg) vske gie S8wdodd e®ed) &?

() gom “D” 8 ocos woe ¢ OF O BrOOOE ors ®Pm wie 88 §
| reE®, £O8 & cenoHm B&H0 wosH.

Second Letter
< u c A G
Uuu | Phe |UCU UAU | Twr |uGu |Cys u
u |uuc ucc | ser |uac UGC c
UUA | Loy |UCA UAA Stop |UGA Stop|A
uuG uceG UAG Stop |UGG Trp |G
cuu | ccu cAu | His |ceu U
c|cuc | Leu|cce | Pro |cac CGC | arg | C
1t CuA CCA CAA | GIn |CGA Al
cuG cCG CAG CGG G .
letter AUU ACU AAU | Asn |AGU | Ser |U |[letter
alauc | e |acc | mr |AAC AGC c
AUA ACA AAA AGA A
A
AUG et | ACG aac | % |ace |2 |6
GUU Gcu GaAU | Asp |Gau U
G |GUC | ya | GCC Ala | GAC GGC |gly |C
GUA GCA GAA | g, |GGA A
GUG GCG GAG GGG G
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BOU1101: ORGANIZATION OF PLANT CELL AND PLANT BIOCHEMISTRY
FINAL EXAMINATION 2014/15

DURATION: TWO (02) HOURS

Date: 25" April, 2015. Time: 9.30am to 11.30 am

This paper consists of three (03) parts, part A, B and C. Each part contains two (02) questions.
You are expected to answer four (04) questions, out of six (06) selecting at least one (01)
question from each part.

01. (a)

(b)

(c)

02. (a)

(b)

(¢)

03. (a)

(b)

(©

Part A

Briefly describe the “Fluid mosaic model of the cell membrane” using suitable
illustrations. '

Explain the functional importance of the different protein structures in cell
membranes.

Describe the two main mechanisms involved in material transport across the cell .
membrane. ‘

List the main stages of the cell cycle and indicate changes significant of each phase.

Briefly explain the main functional activities of the final phase of the cell éycle ina
vegetative cell.

Give the main differences between mitosis and meiosis, indicating the functional
differences between them.

Part B

With the help of appropriate examples, describe how polysaccharides are classified.

Describe very briefly, the main steps in the breakdown of carbohydrates and lipids in -
plant cells.

Indicate the main differences between Glycolysis and Krebs cycle.



04.  Write short notes on the followings;

(a) Classification of proteins and the role of proteins in living organisms.
(b) Applications of enzymes in technology.
(¢) The enzyme Nitrogenase.

(d) Structure and role of Golgi bodies.

Part C

05. (a) Write a brief account on the “role of RNA in protein synthesis”.
(b) List the enzymes involved in protein synthesis indicates their functions.
(¢)  This part is mainly based on the following base sequence in the sense strand of

DNA.
5’ TTATGCATAATGATATGAACTATTCATTGTAATGCTACC 3’

I.  Write the correct mRNA codon sequence for above DNA sequence.

II.  Write the sequence of amino acids coded by this gene using the table given below.

06. (a) What do you understand by recombinant DNA technology?
(b) List the main steps of recombinant DNA technology.
() Describe the different technologies, materials and equipment used in each of the
steps mentioned in part “b”.

Second Letter

U c A G
uuu | Phe |Ucu UAU | Tyr (uGU |cCys |U
U |uuc ucc | Ser |UAC uGe c
UUA lLeu UCA UAA  Stop |UGA Stop|A
uuG uce UAG Stop (UGG Trp |G
cuu ccu CAU | His |CGU u
C|CUC | Leu[CCC | Pro |CAC CGC | Arg |C
1st CUA" CCA CAA | GIn |CGA A |3
cuG cce CAG CGG G
letter| | auu ACU AAU | Asn |AGU | ser |u |letter
A|AUC | lle |ACC | Thr |AAC AGC c
AUA ACA AAA I L AGA A
AUG et | ACG anc | Y° |ace |2 |e
Guu GCcu GAU | Asp |GoU u
G |GUC | va |GCC | ala | GAC GGC |aly |C
GUA GCA GAA | gy |GGA A
GUG GCG GAG GGG G
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()

02. (a)

(b)

©

uss B
03. (a)
(b)
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Qurpssorer eflenssULLBIGST (peold ‘d6v Oeigeiaier Hyeusdlssy

(uruiog) wrHfufener’ smobswors aluflsEs.
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@rewi(y (02) wadw Qurhlwenmasenen elufls@s.

(1) &0 UL SHHN (PHAEW DleuGHmBHenenll UL Iguiedl(h.

(ii) @610t SeuGHmBUlevid QL CUNERT) GO 5HES LLTHDHEIGHMN6NTE
FaMis. ’

LHLBBOSH0 BLOUDID Sevaul LHar @mid  Seusensuleeist (e

Qarpur’ (b CFwpUT(heemeT S(HoHHLOTS alufleE@s.

@empynt  fleyse, @hdsm Ufleys@w @enLCGuwmer  (padélulomest

Goupiurhaemenuw, GaTPYIHUTLG CoaumurBaemenuid &HLIQHSTL (Hh.

eTaleuT LeVFSSMIL(HEB6T aumaslL(bHSULGSaan sialeng Was gfumen

2 gryensHer o gelujLer elufldsds.

FTeugs  HeusHeveiien  sSTCUTMeuSHCIHMIGBHeT, @eNI_(hésefllat 2 _emL LIl
STHSHHMETn NFHT L pennoHenen OSFHHSHIONS luflsGs.
SewenasGamt ugLin@w (Glycolysis), &yidear e L sFHn@Gw (Krebs cycle)
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Weiteumeusmoupmim@ Fmi@Hllener e1(LpgiIs.

o ultssevmimailaleen LJHmIHaMe euensLILT(BHBHEHL Deumer umisemiyb
GaTfleomil ualwelsd GQpréHwmiseier NyGumsmissit

Grrédwb, opHCyTedGaed (Nitrogenase)

GaTeodluLelar Sienwliyd umsellLw

yrss OsT@ulsd RNA Gear usissiiilenarll uphl 06F SHGSHIOTE 61(1DS5IS.
Wss Gsregiis rGULGsTen GgTdunsaflmeanubd eupdar GgTifledsamemub
GOUICBU Ul yweOU(BSHSHIS. ‘
@psi  ugd wsdwwrs sense strand of " DNA @evisiton  elpsv QT
auflengulenen (base sequence) SigULMLWITES OBTETIL .

5’ TTATGCATAATGATATGAACTATTCATTGTAATGCTACC 3’

BwBe amiLiulGeten DNA  Gsrid  eauflemssg Wess sflumer  mRNA
BarBLrelr GaTLT euflengullenst 61(105I%.

Guop@Mui i’ L uybusmyweodarmsd  GUUILIUGY b6 siflevmiserile
GaTLT euflngulenet Spauhd i Leushemenill LWSTLUBHSHS 6110515,

e @ememisasiiul L. DNA Qamledmnil LubGHanmed seiaisHHenel Brisbell

alenmidls Gamemiie?

e @ewewmisasiiul L (Recombinant) DNA  Qamifleomil ugHevisien  (Lpabasluipment
LIQ(LpenmEBemeN LI IguisoU(bHSHISb.

ugd (b)) @& GOIUILlu Getengl  Gureiml  @euGeuTh  ULIgUPEHDUIID
LWUSTUGRSSIUGD  QeuaiGaum  OamMPeOEIUEIS6T, DeuDmled  ULETUGSHSUILGBLD
USTTHSEIBT, 2 USJEIGT sreueupenm eallufles@es.

Second Letter

u c A G
uuu | Phe |ucu uau | Tyr [ucu |cys |U
U |uuc ucc | ser |UAC uGec c
UUA I"e“ UCA UAA Stop |UGA Stop|A
uuG ucG UAG Stop [UGG Trp |G
cuu ccu cAU | His |ceu U
c|cuc | Leu|ccc | Pro [CAC CGC | arg | C
1t CUA CCA CAA I Gln |CGA A |3
cuG cce CAG CGG G
letter AUU ACU AAU | Asn |AGU | ser |U |letter
A |AUC | e |ACC | T |AAC AGC c
AUA ACA AAA l Lvs |AGA | arg |A
AUG et | ACG AAG | ° |ace |9 |G
GUU GCU GAU | Asp |GGU u
G |GUC | yga |GCC | Aja | GAC GGC | gly |C
GUA GCA GAA l clu |GGA A
GUG GCG GAG GGG G
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